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The number of atoms in PDB ^ 
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Key site number 36-41 in Trypsin 

41 42 43 44 45 46 , 
M T A A H C < target > *sq /£> 
V S A A H C < probe > ^y^:/? 

d = 12.070038 CA] 

r.m.s.d. - 0.061077 [A] 

The number of atoms in a probe — 6 

The number of atoms in PDB ■ 240 

The number of combination = 1 

Time - 1sec 
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Fig. 39 B 



Key site number 175 - 179 in Trypsin 

186 187 188 189 190 
G D S G G < target > *&*Tba*:H 

G D S G G < probe > t^rarfedAM 

d = 8.922721 [A] 

r.m.s.d. = 0.092879 [A] 

The number of atoms in a probe = 5 

The number of atoms in PDB = 240 

The number of combination = 1 

Time = 1sec 
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